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Expression of CYP11A1.CYP17A1 and CYP19A1 genes in
hypothalamus-pituitary-ovary axis of Small Tail Han sheep

TIAN Zhilong'?, LIU Qiuyue', WANG Xiangyu', DI Ran', HU Wenping',
WANG Yugin®* , ZHANG Xiaosheng®, ZHANG Jinlong®, CHU Mingxing'"
(1. Institute of Animal Science/Key Laboratory of Animal Genetics, Breeding and Reproduction of Ministry of Agriculture,
Chinese Academy of Agricultural Sciences, Beijing 100193, China;
2. College of Animal Science and Technology, Henan University of Science and Technology, Luoyang 471003, China;

3. Tianjin Institute of Animal Sciences, Tianjin 300381, China)

Abstract To reveal the roles of CYP11A1, CYP17A1 and CYP19A1 genes in the high fecundity of sheep, Real-time
fluorescence quantitative PCR (RT-gPCR) was performed to detect CYPT11A71, CYP17A1 and CYP19AT mRNA
expressions in seven different tissues (brain, cerebellum, hypothalamus, pituitary, uterus, ovary and oviduct) of
multiparous and uniparous Small Tail Han sheep. The results showed that CYPT1A7T was expressed in ovary.oviduct
and uterus of Small Tail Han sheep. The expression of CYP11A7 in ovary of multiparous Small Tail Han sheep was
extremely significantly higher than that of uniparous Small Tail Han sheep (P <C0.01). However, the expression of

CYP11AT1 in the uterus of multiparous Small Tail Han sheep was extremely significantly lower than that of uniparous
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Small Tail Han sheep (P<C0.01). The CYP17A1 gene was mainly expressed in ovary, oviduct and hypothalamus of

Small Tail Han sheep. The expression of CYP17A71 in hypothalamus, uterus of multiparous Small Tail Han sheep was

significantly lower than that of uniparous Small Tail Han sheep (P<C0.05).The CYP19A1 gene was mainly expressed in

ovary and hypothalamus of Small Tail Han sheep. In conclusion, the results suggested that CYPT11A7T and CYP17A1

might be involved in the regulation of multiple births in Small Tail Han sheep.
Keywords Small Tail Han sheep; prolificacy; CYPT11AT; CYP17A71; CYP19AT; tissue expression
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Table 1  Primers of CYPI1A1,CYPI17A1,CYPI9A1 and RPL-19 genes in sheep
519 2 S5 —>3") BKREE/C Y4 B/ bp
Primer name Primer sequence (5'—>3") Tm Product size
CYPI1Al CGGACAAGTTTGACCCAACCAG 60 243
GCCGGAAGACAAGGAAGATGG
CYPI7Al CTTACCATTGACAAAGGCACAGAC 60 144
GCTTAATGATGGCGAGATGAGTTG
CYPI9A1 TCATCCTGGTCACCCTTCTG 60 115
CGGTCGCTGGTCTCGTCTGG
RPL-19 AATGCCAATGCCAACTC 60 154
CCCTTTCGCTACCTATACC
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1 000
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(b)
154 bp

T~7: 43 B R /NI Fe il EE A 8 OB SR R4 M DL2000 DNA 4y F&ArifE. T .
1—7:Brain, cerebellum, hypothalamus. pituitary,ovary, uterus,oviduct, respectively. M; DL2000 DNA Marker. The same below.
B 1 /NMEZEZFK RNAREK(a) & cDNA(b) &Ml
Fig. 1 Electrophoresis of the RNA (a) and ¢cDNA (b) in Small Tail Han sheep
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Fig. 2 Expression of CYPI1A1 ,CYPI7Al and CYP19A1 in different tissues of Small Tail Han sheep
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