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on wheat genetics and breeding
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Abstract Wheat is the second major grain crops in the world and plays a pivotal role on food supply in China. Wheat
species of high yielding, strong disease and stress resistance are still rare at present, so wheat production is under
certain constraints. Searching the excellent genetic resources to breed wheat variety with high yield, good quality, strong
resistance is an important task for wheat breeding. Aegilops tauschii is the donor of D genome in wheat and contains a
large number of genes of disease resistance, insect resistance, stress tolerance and wheat quality improvement. Finding
out its excellent genes for the wheat breeding could undoubtedly enrich wheat genetic resources, promote and provide
reference for the wheat breeding work. The study reviews the progress of researches on Aegilops Tauschii in terms of

its molecule level,disease,insect and stress resistance, the research in protein storage and the application of Aegilops
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tauschii on wheat breeding.
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