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A rapid DNA extraction method for large maize populations

GAO Yu-feng, ZHANG Pan, HAO Xiao-min, YAN Jian-bing,
LI Jian-sheng, YANG Xiao-hong”
(National Maize Improvement Center of China/Key Laboratory of Crop Genomics and

Genetic Improvement, China Agricultural University, 100193 Beijing, China)

Abstract Maize is one of the most important crops in China. With the development of molecular biology, molecular
breeding is becoming one of the hot spots in maize genetics and improvement. The rapid method of DNA extraction with
high efficiency is the first step in large-scale molecular breeding. Therefore, developing a rapid DNA extraction method
for large maize populations is necessary to meet the need of the small labs in China. In this study, a new method of
extracting DNA for genotyping large populations was developed. Firstly,kernel endosperm tissue in maize was used to
extract DNA by using the improved alkali-boiling method; secondly, tender leaf tissue in maize was used to extract DNA
by utilizing electric drill milling and simplified CTAB method. These two methods were combined to prepare DNA for

genotyping before and after planting. Compared with the conventional ways of genotyping in large populations, this new

method with higher efficiency and lower costs could be widely used in maize molecular breeding.
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Fig. 5 Small PCR products amplified from DNA
extracted using electric drill milling (lanel-6)

and conventional CTAB (lane7-12) methods

bp M1 2 34 5 6 7 8 910 1112M

750
200

B 6 MEHEHEREK CTABE(KE 1~6)5
CTAB % (7K & 7~12) R B DNA
HITKRBRTEBER

Fig. 6 Big PCR products amplified from DNA extracted
using electric drill milling (lanel-6) and

conventional CTAB (lane7-12) methods
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