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Analysis of the phylogenetic relationship of Syringa
by AFLP technique

GAO Hong-xiao', YANG Kai®, LIU Jian-bin'"
(1. Landscape Design & Forestry College, Beijing University of Agriculture, Beijing 102206, China;
2. Key Laboratory of Agricultural New Technology and Application in Beijing,
Beijing University of Agriculture, Beijing 102206, China)

Abstract To explore the relationships among Syring vulgaris, species of Syringa, Syringa and Ligustrum . eight
EcoR1 /Mse I primer combinations were used for AFLP molecular marker technique. The genetic diversity of 14
Syringa species,37 cultivars of S. vulgaris and 3 Ligustrum species were evaluated. NTSYS was used to compute the
genetic distance and UPGMA for clustering analysis. The results showed that about 447 discernable bands were
obtained, 395 being polymorphic with the percentage of 88.4% . The genetic distance computed by NTSYS was from
0.01 to 1.44. There were some differences between the clustering analysis and traditional taxonomic method,in which
some Syring vulgaris were clusted with Ser. villosae, sect Ligustrina with Ser. syringa , species in Ser. villosae and
Ser. pubescente ,the Ligustrum species of S. pinnatifolia and S. microphylla .|t implied that Ser. villosae participated
the breeding process of some Syringa vulgaris. The classification of Syringa should break into two sects divide. Ser.
villosae had a close relationship with Ser. pubescente. Syringa had a complex phylogenetic relationship. The further
study is required for the origin and classification relationship of Syringa and Ligustrum.
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Table 1 Statistic of primer combination and amplified

results of AFLP analysis

aman LR EEESC SEN
el B WAWHR R/
M-TAC/E-AAC 62 56 90. 3
M-TAG/E-AAC 58 48 82.8
M-TAT/E-AAA 76 65 85.5
M-GTT/E-CGA 45 41 91.1
M-CAC/E-AAC 50 40 80. 0
M-CAG/E-AAA 43 39 90.7
M-CAC/E-AAA 47 43 91.5
M-CAG/E-AAC 66 63 95.5
Bt 447 395 88. 4
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Fig. 1 Electrophoretogram of AFLP amplificates from Syringa and Ligustrum with primer M-TAT/E-AAA
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Fig. 2 A dendrogram based on AFLP markers generated by UPGMA
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