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Cloning and tissue expression of a new 9-cis-epoxycarotenoid
dioxygenase gene LeNCEDZ? from tomato fruit

CUI Meng-meng, SUN Liang, WANG Can-lei. ZHAO Sheng-li, LIU Shu-tong.

XU Xiao-gian, WANG Yan-ping, JI Kai, LI Ping, LENG Ping”
(College of Agronomy and Biotechnology, China Agricultural University, Beijing 100193, China)

Abstract A LeNCED1 homologous gene fragment named LeNCED2 was cloned from fruits of tomato ( Solanum
lycopersicum cv.Jiabao) by RT-PCR and RACE technology. The gene including 3" end is 1 635 bp,and it is 72. 7%
identity with LeNCED1 (Z97215) and 95% with potato SINCED2 gene (AY662343) . The deduced amino acid sequence
is over 80% identity with LeNCED1.RT-PCR analysis showed that the LeNCED2 expressed in roots, stems, leaves,and
fuirts. Real-time RT-PCR analysis showed that the expression level of LeNCED2 was high in young fruits but decreased

with fruit ripening progress. The expression pattern of LeNCEDZ , which was not in step with the ABA level, was not the

same as the expression pattern of LeNCED1 which had highest level in turning stage of tomato fruits.
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Table 1

Primers used in this study

H i N 519 % B 519751 (5'-3")
PEaUE = 35 h SAND-F TTGCTTGGAGGAACAGACG
SAND-R GCAAACAGAACCCCTGAATC
NCED 3 f 3531 ¥ NCED-F TTYGAYGGIGAYGGIATGGTICA
NCED-R TCCCAIGCRTTCCAIARRTGRAA

LeNCED2 #[H LeNCED2 #M

3'RACE 8|4 LeNCED2 P4 {il]

LeNCEDI #:H i E w514 lenspl-F
lenspl-R

LeNCED2 3 [H s5Z 0 € 5514 lensp2-F
lensp2-R

CTATTGTTGTTCTATGCCCGTGGAG
AATCCTTCAAGTTTTCTCCAGACGG
AGGCAACAGTGAAACTTCCATCAAG
TCCATTAAAGAGGATATTACCGGGGAC
TGGTTTTCATGGGACATTCATTAGC

ATCTCCCTTCTCAACTCCCTATTCC
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M 1

bp

2000

1 000
700

FHi LeNCEDI 3B (Z297215) % 3% )3 51 [ V8 14 Sy
72.70% .15 DA By SINCED? J: P (AY662343)
i3 P A )R M Ak 9500, b b, F o AR S
LeNCED2 % H Jir 4a 5% ) & % & )y 51 5 #k
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W 1 [ R P R e 80 %0 A b, sl it 3'RACE 155 3
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1 5 LeNCED2 J: R {8 3151 9 97 3 7= My e e v vk 5 2 9 LeNCED2 AM 31 ¥4 8% 7= Wy ke 3k 5 3 A LeNCED2 4l
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Fig. 1 Agarose gel electrophoresis of the LeNCED2 gene fragment and 3' RACE production
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LeNCED2 597
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Fig. 3 Restriction Enzyme cutting sites of LeNCED2 gene with 3'end
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Fig.4 Expression of LeNCED2 ,LeNCEDI and ABA content during the process
of development and ripening of tomato fruits
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