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Cloning and prokaryotic expresson of omp-1 of
Chlamydophila abortus CP/ 12 of swine
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Abstract In order to manifest the function of the omp-1in preventing and diagnose of swine (strain cp/ 12) , we cloned
and expressed the omp-1in Ecdli. The gene was amplified by PCR. The specific product was cloned into the pMD18-
T Vector. After sequence analysis, it was corfirmed to be the target gene. Compared with 4 strains of Chlamydophila
abortus in GerBank, the homologies of nucleotide sequences of omp-1 and its putative protein sequence were 99 %,
but 71 % - 88 % similar with other typical strains of Chlamydia psittaci. The gene was subcloned into pET-32a vector.
The recombinant vector was transformed into the host bacteriaBL21 (DE3) . Induced by IPTG, the bacteria with recom-

binant vector expressed 58 ku fusion proteins. Western-blot analysis showed that the protein could react specifically
with Chlamydophila abortus polyclonal antibody.
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