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Quantitative PCR method for detecting glyphosate-
tolerant gene trander in soybeans
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Abstract Quantitative determination of the transgenic component in soybeans was developed in this study. Based on
rea-time quantitative PCR technique with SYBR Green | as fluorescent dye combined to double-strand DNA , the en-
dogenous lec gene (encoding soybean lectin) and exotic CaMV35s gene (encoding 35S promotor of CaMV inserted in
glyphosate-tolerant soybeans) were amplified. The transgenic ratio was then calculated according to the standard Ct-
copies linear graphs of these two genes. The reproducibility and melting curves of the genes were aso analyzed. The
results showed that the standard equations of lec and CaMV35s genes had higher R2 value of 0. 999 7 and 0. 999 2 re-
spectively. The difference between the determined and the known transgenic levels of standard and simulated soybeans
was only 5% - 11 %. It was thus suggested that the PCR method with fluorescent dye SYBR Green | was suitable for
quantifying the weight ratio of transgenic soybeans in soybean products.
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