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Abstract A total of 100 decaner oligonucleotidesw ere used as primers to perform random
anplified polymorphicDNA (RA PD) analysison T riticum aestivum var. Chinese Spring and
Thinogyrum intemedium. Out of these primers, one could anplify a pecificDNA fragment
in the accession SZ of Th intemedium. This fragnent, OPF03201, was cloned and se-
guenced Sequence data searching in GenBank show ed that this fragment had a homologous
degree of 88% to a RA PD marker OPF03w29 (GenBank accession U 43516) in Th bessara-
bicum. Based on the sequence of OPF031201, two pairs SCAR prmersw ere designed W ith
OPFO03 and primers P3 and P4, RAPD and SCAR analysesw ere performed on T. aestivum,
T. aestivum-Th intemedium partial anphidiploid, Th elongatum, Th intemedium, w heat-
Th elongatum substitution and addition lines The resultsof PCR amplification show ed that
the RA PD marker was not appeared in materialsw ith genome E°, w hereas SCAR marker
w as appeared in all E-genome possessed materials The SCAR marker derived from the E’-
genom e-ecific RA PD fragment could be used in themeantime to detect the chromo som e of
E° genome under common w heat background
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