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Abstract Hu sheep isan indigenous breed in Zhejiang province of China Based on thé cen-
tral area typical colonies random sampling method, " the genotypic structure of blood protein
and enzyme in Hu sheep was investigated Of 12 loci, polymorphisn was found at 11 loci,
only Po locuswasmonomorphic The proportion of polymorphic lociwas 91 67%. T he total
number of allelewas 27 Of the 27 alleles, the gene frequency reliability of gene frequency
estimates for Po", Tf*, Tf", Hb-f#, CA"and Ke wasQ 522 2, Q 7458, Q 522 2, Q 621 2,
Q 899 0 and Q 907 O, regectively, the others reached beyond Q 954 5, which showed that
central area typical colonies random sampling method” is effective in the special genetic
background T he average heterozygosity (H ) and average homozygosity (J) were computed
and the J of the sheep colonies in the countries around China in this study w as found to be
higher than that of Hu sheep. In order to understand the the phylogeny statusof Hu sheep,
w e collect the data of 14 sheep wloniesdistributed in the East and South of Central A sia and use the da-
ta of the 10 loci 33 alleles to cluster byW ard’ smethod The result indicates that Hu sheep cluster closelyw ith
theM ongolia sheep,w hich isconformedw ith the know n history.
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Al C 60 ALC 1 0 0 1 0
Po FS 58 PS Q0167 1368x10°* Q7137 Q5222 14012
Ss 2 = Q9833 1368x10* 420210 1 Q0238
Tf AB 5 T Q0417 3330x10°* 11425 Q 745 8 Q8750
BC 7 T Q 15 1063x 10° 23006 Q 978 6 Q4340
CcD 25 T Q 30 1750x 10 % 35858 1 Q2790
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DE 11 TfE Q15 1063x 10 ° 2 3006 Q 978 6 Q4340
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CF 1
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Es(- ) 27 Es Q6708 1 840x 10 ° 7 818 1 Q 1279
Lap A 41 L ap Q4373 2 050x 10 ° 4 827 1 Q 207 2
B 19 L ap® Q5627 2 05x 10 ° 6 211 1 Q1610
Hb-f  AB 3 A Q0238 184x10“% Q8763 Q6212 11412
BB 60 B Q9762 184x 10 ° 35 943 1 Q 027 8
xp x(+) 28 X Q2546 1506x 10 ° 3 280 1 Q 304 9
x(-) 35 X Q7454 1 506x 10 ° 9 603 1 Q104 1
CA Fs 10 CAF Q0794 5 801x 10 * 1 648 Q 899 0 Q 606 7
Ss 53 CAS Q9206 5801x 10 ¢4 19 111 1 Q0523




104 2002

n P Vp A B n
Cat BB 16 caf Q4444 1 960x 10 ° 5 016 1 Q 199 4
BC 24 cat® Q5556 1 960x 10 3 6 27 1 Q 159 5
CcC 23
Ly Ly(-) 58 Ly Q0915 1606x 103 8 962 1 Q1160
Ly(+) 5 Ly* Q9085 1 606x 10 ° 3 515 1 Q2845
Ke LK 10 Ke Q0828 6027x10°* 16857 Q 9070 Q 593 2
HK 53 Ke" Q9172 6027x 10“* 18 6726 1 Q 053 6
22 15
(48100 15 10 33
Cor
Che — —
"
Suf
Bhy
Viet ————————— -
Ban :I
Lam .
Kag —I
Bar ——|
Ub
Kh i‘
Huyang
Yunnan
—t —— f f { } } } 1
0 0.37 0.74 L1l 1.48 1.85 2.22 2.58 2.95 3.32
1 15
1 : (CentralM ongolia) Kh Ub

[11. [12]



5 : 105

23
15 10 )]
15 , Q 360 5, Q 639 5,
[13]
2 15 10
H) ) H) )
Y unnan Q 230 2 Q 769 8 Ub Q 314 4 Q 685 6
Hu sheep Q 360 5 Q 639 5 V iet Q 239 3 Q 760 7
Bar Q 123 8 Q 876 2 Suf Q 2558 Q 744 2
Kag Q 208 6 Q7914 Che Q2137 Q 786 3
L an Q 225 2 Q774 8 Cor Q1717 Q 828 3
Bhy Q294 7 Q 705 3 Fin Q2415 Q 758 5
Ban Q294 4 Q 705 6 Bor Q 160 6 Q 8394
Kh Q3131 Q 686 9
2 4
1) 1 1 H
‘ " : Po" T TfF Hb-f CAF
Ke 6 52 22%, 74 58%, 52 22%, 62 12%, 89 90%
90 70% 21 95 45% “
" [14]
2) t 1
: ( )
3
1)
2) , ; ,
3)
1 . . : ,1980 96 10Q

2 ) , .o . , 1992, (1):



106 2002

10

11
12

13
14

18 19
, , . . ,1991, (4): 147 149

Tsunoda K, Amano T, Nozava K, et al M orphological characters and blood protein polymorphisn of
sheep in bangladesh and genetic relationship w ith European sheep breeds Rep Soc ResN ativel ivestock,
1988, 12: 161 185
Tsunoda K, Doge K, Yananoto Y, et al M orphological traits and blood protein variation of the native
nepalese sheep. Rep SocN ativel ivestock 1992, 14: 155 183
Tsurnoda K, Amano T, Nozava K, et al Genetic characteristics of Bangladeshi sheep as based on
biochemical variations Jpn J Zootech Sci, 1990, 61(1): 54 66
Tsunoda K,Nozava K, Okamoto S, et al Blood protein variation of native sheep populations in L ufeng
and L unan in Yunnan province of China Rep Soc ResN ativel ivestock, 1995, 15119 129
Tsunoda K, Nozava K, M adeda Y, et al, External morphological characters and blood protein and
Non-Protein polymorphisom of native shegp in Central M ongolia Rep Soc ResN ativelL ivestock, 1999,
17: 63 82

. . : ,1995 99 109
T sunoda K, OkabayashiH, Amano T. et al M orphologic and genetic characteristics of sheep raised by
the Cham Tribe inV ietnan. Rep Soc ResN ativelL ivestock, 1998, 16: 63 73

, . . : ,1989 6 14
1987 123 127
. | ] : , 1998
; , v . ,1989,17(3): 30 37

2002 4 27 DNA . %



