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Application of rDNA-ITS2 toM olecular Identif ication
of Trichogramnma spp

L i Zhengxi Shen Zuorui
(College of Plant Protection, ChinaA gricultural U niversity, Beijing 100094, China)

Abstract The internal transcribed spacer 2s (ITS2) of ribsomal DNA of Trichogranma
confusum, T. brassicae, T. evanescens, T. enbryghagum and 6 geo-populationsof T. den-
drolimi are cloned and sequenced T he identity and variation of IT S2 sequences betw een gen-
era, ecies, and populations, and copiesw ithin an individual were then analyzed by bio-
oftware DNA Star. The results showed that the IT S2 identity betw een the genera of T ri-
chogramma and outgroup w as very low, w hereas the IT S2 sequences betw een eciesof T ri-
chogramma w ere moderately conserved Our results also manifested that the ITS2s at in-
tragecies level or w ithin an individual of T richogrammaw ere very conserved T hese results
suggested that ITS2 is a reawnable target region for molecular identification of
T richogramma p.
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15
ITS2 GenB ank BLA ST , DNA -
MAN V4 0(L ynnon BioSoft) ,
DNA Star M egA lign (DNA STAR Inc )
ITS2 Us
cana san if um ipennis(U U 74608)

2
21 ITS2
ITS2 GenB ank (1
1 ITS2 GenBank
GenBank (A ccessionNo. )

T. conf usum A F422845

T. evanescens A F453563—A F453565

T. brassicae A F453566—A F453567

T. enbrygohagum A F453562

T. dendrolimi TACNXZ A F453560

T. dendrolimi TdCN YBL A F453561

T. dendrolimi TdCN GZ A F453555—A F453557

T. dendrolimi TdCNJL A F453558

T. dendrolimi TACNRH A F453559

T. dendrolimi TdCNCHA A F453554
22 ITS2

DNA STAR M egA lign ) CLU STAL )
ITS2 ( 2, :
2 5
T. conf usum T. dendrolimi  T. enbrygphagum T. evanescens T. brassicae U scana 9.

T. conf usum — 66 8 67 8 73 7 71 2 29 0
T. dendrolimi 12 6 — 66 4 67 4 70 1 28 0
T. enbryghagum 36 3 338 — 6Q 6 70 5 219
T. evanescens 10 8 16 0 44 5 — 70 5 27 3
T. brassicae 11 1 Q7 30 117 — 27. 8
Uscana 9. ( ) 100 1 105 9 112 8 104 6 106 8 —
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T. confusum
T. dendrolimi
T. evanescens
T. brassicae
T. embryophagum =
Uscana sp, (4h8F)
1 5 ITS2 (Clustal )
23 ITS2
) CLU STAL , ITS2
( 3, ITS2 ( 9%6% )
3 6
TdYBL ( ) TdGzZ( ) Tdl ( ) TdRH ( ) TdXz( ) TdCHA ( )
TdYBL ( ) — 98 0 97 8 99 3 99 8 97 8
TdGZ( ) Q7 — 9 1 98 3 97 8 99 8
TdiL ( ) 10 Q7 — 98 5 97. 5 95 9
TdRH ( ) Q7 Q5 Q2 — 99 0 98 0
TdXz( ) Q2 10 12 10 — 97 5
TdCHA ( ) 10 Q2 10 Qa7 12 —
24 ITS2
) CLU STAL , ITS2
( 4, ITS2 ( 96%
), ( ) ITS2
4 3 ITS2 )
YQO03 GER?2 GZ1 GZz2 GZ3 YQO1 YQO02 GER1
YQO03 — 75 4 67. 7 67. 0 67. 0 100 O 93 5 70 5
GER2 10 7 — 70 8 68 1 68 1 75 4 69 1 96 1
GZ1 14 0 87 — 98 8 98 8 67 7 65 3 70 4
GZ2 13 9 8 6 Qo — 10Q O 67. 0 64 6 68 1
GZ3 13 9 86 Qo Qo0 — 67. 0 64 6 68 1
YQO01 Qo0 10 7 14 0 13 9 13 9 — 93 5 70 5
YQO02 21 12 1 16 6 16 4 16 4 21 — 74 6
GER1 11 0 Q2 90 89 89 11 0 12 3 —
3
1) ITS2 (25% ),
CLU STAL 2 , ITS2 )

ITS2
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