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Use of M ulti-traitM ixed M odelsfor Estmating Genetic Parameter s
of Reproductive Traits in Danisn L andrace

W ang Chuduan M aW eidong Chen Q ingming Zhao Hongzhi L i Zhenkuan
(College of A nimal Science and Technology, CAU) (T ianjin N inghe Pig B reeding Fam)

Abstract Single trait m ixed models have been dom inantly utilized for genetic evaluation of
the reproductive traits in svine However, enploying amultiple trait approach may lead to
more accurate genetic evaluations For 5 litter size and litter weight traits of Danish
L andrace, genetic paraneters were estimated using a multiple trait mixed model The
heritability estimateswereQ 02, Q 03, Q 03, Q 05 and Q 07 for litter size (TNB), litter size
born alive (NBA ), litter weight (LW ), litter size at weaning (L SV ) and litter weight at
weaning (LWW ), regectively. L arge positive environmental correlation estimates w ere
obtained betw een LWW and the other four traits Therew as a negative genetic correlation
(- Q 65) between LW and NBA. This study suggests smultaneous selection for two or
more traits using multivariate mixed models is appropriate to improve overall reproductive
reponse
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