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Abstract

LiJdigang L iBaoyun L iu Guangtian

The compositions of high molecular weight glutenin subunits (HMW -GS) in 58

synthesized hexaploidw heat from CMM YT w ere analyzed using  S-PA GE method T here
w ere 22 different HMW -GS types T hirteen allelic variationsw ere detected at Glu-D 1 locus,
in w hich subunits 1 5+ 10 and 5+ 12 that were mportant to quality breeding compared to
subunits 5+ 10 were identified A Il HMW -GS of synthesized hexaploid wheat can be
transnitted to the hybrid F: of synthesized hexaploid w heat and common w heat, and the
HMW -GS constitution can inherit consistently w ith codominant type A significant effect of
female tendency was observed in reciprocal F: hybrids The strategy of using synthesized

hexaploid w heat to improve China’ sw heat quality was al discussed
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HMW -GS
1 58
1A 1B 1D 1A B 1D
1 6 Null  7+8 21+ 10 30 4  Null 7+ 8 2+ 12
2 14 Null 6+8 5+ 10 31 9 Null 6+ 8 3+ T1T2
3 16 Null 7+ 8 2+ T2 32 10 Null 7+ 8 21+ 10 5
4 21 Null 7+9 2+ T1T2 33 11 Null 6+ 8 2 1+ 10
5 28 Null 6+8 3+ T1T2 34 12 Null 6+ 8 5+ 12
6 32 Null 6+8 2+ T1T2 35 15 Null 7+ 8 3+ T2
7 33  Null 13+ 19 2+ 12 36 17 Null 7+ 8 3+ T2
8 42 2 6+8 3+105 37 18 Null 7+ 8 3+ T2
9 43 Null 7+ 9 15+ 12 38 19 Null 7+ 8 15+ 10
10 44  Null 6+ 8 2+ 12 39 20 Null 7+ 8 3+ T2
11 45 Null 6+8 21+105 40 22 Null 7+ 8 2+ 12
12 46  Null 17+ 18 2+ 12 41 23 Null 6+ 9 5+ 10
13 47 Null 6+8 2+ 12 42 24 Null 6+ 9 2+ 12
14 48 1 7+8 5+ 10 43 25  Null 7+ 8 3+ T2
15 49 Null 7+8 3+ 10 44 29 Null 17+18 3+ 105
16 50 Null 17+ 18 2+ 12 45 30 Null 6+ 9 2 1+ 10
17 52 Null 7+8 21+ 10 46 35 Null 6+ 9 2 1+ 10
18 53 Null 6+8 21+ 10 47 73 Null 7+ 8 1 5+ 10
19 55 Null 6+8 5+ 10 48 74 Null 7+ 8 15+ 10
20 57 Null 6+8 3+T2 49 75  Null 6+ 8 3+ 105
21 60 Null 6+8 21+ 10 50 77  Null 6+ 8 2+ T1T2
22 70 Null 6+8 15+ 12 51 78 Null 6+ 8 2+ T1T2
23 80 Null 6+38 1 5+ 12 52 84 Null 17+ 18 2+ T1T2
24 81 Null 6+8 2+ T1T2 53 85 Null 7+ 8 15+ 12
25 83 Null 6+38 15+ 10 54 83 Null 7+ 8 15+ 12
26 87 Null 7+8 21+ 10 55 94 Null 17+18 15+ 12
27 88 Null 6+8 21+ 10 56 40 Null 6+ 8 3+ 10
28 90 Null 7+8 2+ 12 57 79 Null 6+ 8 2+ T1T2
29 2 Null 13+ 14 2 1+ 10 58 86 Null 6+ 8 3+ T1T2
F2 HMW -GS , F2 1
2=1 2 1( ), X- y- 2
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N ull 56 96 55 6+ 8 25 43 10 2 1+ 10 10 17 24
1 1 172 6+ 9 4 6 90 21+ 105 2 3 45
2" 1 172 7+ 8 20 34 48 1 5+ 10 4 6 90
7+ 9 2 3 45 15+ 12 6 10 34
13+ 14 2 3 45 2+ 12 9 15 52
17+ 18 5 8 62 2+ T2 1 172
2+ T1T2 7 12 10
3+ 10 2 3 45
3+ 10 5 3 5 17
3+ T2 6 10 34
3+ T1T2 3 5 17
5+ 10 4 6 90
5+ 12 1 172
3 HMW -GS
HMW -GS HMW -GS HMW -GS
1, 7+ 8, 5+ 10 1 Null, 7+ 9, 1 5+ 12 1 Null, 6+ 8, 1 5+ 12 2
2°,6+8 3+105 1 Null, 6+ 8, 5+ 10 2 Null, 6+ 8, 1 5+ 10 1
Null, 7+ 8, 2 1+ 10 3 Null, 6+ 8, 3+ T1T2 3 Null, 6+ 8, 5+ 12 1
Null, 7+ 8, 2+ T2 1 Null, 17+ 18, 2+ 12 2 Null, 6+ 8, 3+ 10 1
Null, 7+ 8, 3+ 10 1 Null, 17+ 18, 3+ 10 5 1 Null, 6+ 8, 3+ 10 5 1
Null, 7+ 8, 2+ 12 3 Null, 17+ 18, 2+ T1T2 1 Null, 6+ 9, 2 1+ 10 2
Null, 7+ 8, 3+ T2 5 Null, 6+ 8, 2+ T1T2 5 Null, 6+ 9, 5+ 10 1
Null, 7+ 8, 1 5+ 10 3 Null, 6+ 8, 2+ 12 2 Null, 6+ 9, 2+ 12 1
Null, 7+ 8, 1 5+ 12 2 Null, 6+ 8, 2 1+ 10 5 1 Null, 13+ 14, 2+ 12 1
Null, 7+ 8, 2 1+ 10 5 1 Null, 6+ 8, 2 1+ 10 4 Null, 13+ 14, 2 1+ 10 1
Null, 7+ 9, 2+ T1T2 1 Null, 6+ 8, 3+ T2 1 Null, 17+ 18, 1 5+ 12 1
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