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Camposition Analysisof HMW Glutenin Subunits
in Triticum canpactum

N i Zhongfu SunQixin Zhang Yirong L iu Guangtian
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Abstract The composition of high-molecular-w eight glutenin subunits (HMW -GS) in
T riticum canpactum was electrophoretically analyzed by D S-PA GE Twelve alleles were
identified: three at Glu-A 1, six at GluB1, and three at GluD1 At the GluB1 locus,
frequencies of subunit 21 (34 83%) and subunits 13+ 16 (18 75%) were relatively high,
w hereas in common wheat and selt wheat, the above two subunits were very rare,
indicating that HMW -GS compositions of T.canpactum differed obviously from common
w heat and geltwheat The variation form of Glu-A 1 and Glu-D1 of T.canpactum is similar
to commonw heat, i e themost common alleles at Glu-A 1 and GluD 1were null (Glu-A 1),
2+ 12 and 5+ 10 (GluD1) regpectively. In this study, seven T.canpactum that have 5+ 10
subunitsw ere selected providing a basis for selecting breeding parentsw ith good quality. In
addition, theorigin of T.canpactum was alo discussed
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(null, 7+ 8, 2+ 12) 2 (1, 7+ 9, 5+ 10) 32
( 1, 1,23
1 32

GluA1l GluB1 GluD1
1 Barbee N ull 21 2+ 12
2 Faro N ull 7+ 8 2+ 12
3 Tyee N ull 7+ 8 2+ 12
4 Tres N ull 21 2+ 12
5 Amercian 94 1 20 2+ 12
6 Amercian 98 2" 13+ 16 N ull
7 Amercian 173 1 7+ 9 2+ 12
8 American Club N ull 13+ 16 2+ 12
9 Ech 1096 1 7+ 8 5+ 10
10 RougeDel a Gruyer N ull 6+ 8 2+ 12
11 Tiroler FruheBink 1 13+ 16 5+ 10
12 Konia 1 13+ 16 2+ 12
13 Faloo N ull 7+ 8 5+ 10
14 Compactoide N ull 13+ 16 2+ 12
15 w2691 N ull 7+ 8 2+ 12
16 DN -2263 1 7+ 9 5+ 10
17 V ardenik9 N ull 7+ 8 2+ 12
18 Gluclvb N ull 21 2+ 12
19 Knoppies Caledon N ull 7+ 8 2+ 12
20 M algas N ull 21 2+ 12
21 Tincvrrin 2" 21 5+ 10
22 LineF N ull 21 2+ 12
23 Big Head N ull 7+ 8 5+ 10
24 WAT7621 N ull 21 2+ 12
25 Tenple N ull 21 2+ 12
26 Rely N ull 7+ 8 2+ 12
27 9045°A RS N ull 13+ 16 5+ 10
28 Cc02 N ull 7+ 9 2+ 12
29 C028 1 7+ 9 2+ 12
30 Eimer N ull 21 2+ 12
31 Omar N ull 21 2+ 12
32 Paha N ull 21 2+ 12




2 HMW -GS
1A B 1D
/% /% /%
Null 23 71 88 21 11 34 38 2+ 12 24 75 00
1 7 21 87 13+ 16 6 18 75 5+ 10 7 21 87
2 2 6 25 7+ 8 9 28 12 N ull 1 313
7+ 9 4 12 50
6+ 8 1 3 125
20 1 3 125
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, 7188%,1 (21 88%),2° , 6 25%
: GluA1l ,null (2 9l N aka-
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GluB1
3 HMW -GS
21 13+ 16 , 2
HMW -GS /%
, (1% ) Null, 21, 2+ 12 10 31 25
, GluB1 .6+ 8 Null, 7+ 8, 2+ 12 6 18 75
78 75% Null, 7+ 9, 2+ 12 1 3 125
3 125% Null, 6+ 8,2+ 12 1 3 125
Null, 13+ 16, 2+ 12 2 6 25
GluD1 3 Null, 7+ 8,5+ 10 2 6 25
(2+ 12,5+ 10  null) ,2+ 12 Null, 13+ 16, 5+ 10 1 3125
(75%), 5+ 10 1, 20,2+ 12 1 3 125
(21.87%), 2+ 12 5+ 10 L7+92+ 12 G & 25
GluD 1 , 1,13+ 16, 2+ 12 1 3 125
1,7+ 9,5+ 10 1 3 125
1,7+ 8,5+ 10 1 3 125
GluD1 X Yy 1,13+ 16, 5+ 10 1 3125
(Amercian 2", 13+ 16,Null 1 3125
98), 2",21,5+ 10 1 3 125
4 , 32 , 5
null, 21, 2+ 12 , 31 25%,
null, 7+ 8, 2+ 12 , 18 75% ,
(null, 21, 2+ 12) , (1 , 1,6+ 8,2+ 12
68 75% ,
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