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Abstract QTL (quantitative trait loci) affecting content of anylose and indica-japonica
differentiation w ere analyzed using a recombinant inbred (R1) lines derived from a cross of
A ominorix IR24 by singlemarker analysis and intervalmapping FiveQTLs Am1l Amb5)
for content of anylose were detected and mepped on chromosome 1, 7, 8, 9, 12 in this
population V ariances explained by the QTL were 16 6%, 13 2%, 17 1%, 13 2%, 14 6%
regpectively. It was al® found that the positive allele of Am1, Am3, Am5 was from the
indica parent, IR24 and Am2,Am4 was from the japonica parent, A sminori FiveQTL s
(1j2 1j5) for content of indica-japonica differentiation w ere detected on chromosome 1, 2, 11
and variances explained by Ij1 Ij5 were 21 9%, 21 4%, 13 4%, 25 0%, 14 5%
respectively. The positive allele detectedw as from A sominori Itw as show ed that therew as
not significant correlation betw een content of anylose and indica-japonica differentiation
Key words ric;, recombinant inbred lines content of amylose, indica-japonica
differentiation; quantitative trait loci (QTL)
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