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Developmental-Stage and Organ-Specific Expression of
Actin Genes in Seedlings of Pisum satium
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Abstract Total RNAs were isolated from various organs of pea(Pisum satium) seedlings
and flowering plants, then the actin gene of pea(PEAC1) was used as probe to character-
ize the expression of actin gene in different organs. Results of Northern and Dot blot anal-
ysis indicated that the expression of actin gene in pea has shown developmental-stage
specificity. It tends to express specifically in shoots of 5 day old seedlings and roots of 2
day old seedings of pea.
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