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Polymorphic inheritance analysis of plastid DNA in
interspecific crossing of Genus Cucumis
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Abstract To investigate the inheritance of plastid DNA in the interspecific crossing of Genus Cucumis, the DNA
sequences in partial region of chloroplast Matk-trnK and rbclL-accD gene from cucumis allotetraploid ( Cucumis %
hytivus Chen and Kirkbride.) S5 selfing progeny, cultivated cucumber ‘BeijingJietou’ ( C. sativus L.) the paternal
parents and the wild Cucumis species(C. hystrix Chakr.) the maternal parents, were comparatively analysed, using
PCR sequencing method. Eighteen polymorphic loci were detected in 2 036 bp length Matk-trnK gene region, sixteen
polymorphic loci in allotetroploid as the its maternal parents, two as its paternal parents. Nineteen polymorphic loci were
detected in 945 bp length rbclL-accD gene region, eighteen polymorphic loci in allotetraploid as its maternal parents,
only one as its paternal parents. The result demonstrated that plastid genomes was maternal inheritance pattern in
hystrix X sativusin species crosssing among Genus Cucumis.
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