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Abstract The pMD18-CP containing CP gene of Grapevine leafroll associated virus 3 (GLRaV-3) was used for PCR
amplification in order to obtain a specific antiserum for reliable GLRaV-3 diagnosis in routine tests. The PCR products of
GLRaV-3 CP gene were cloned into the expression vector pET-28a. The resulted recombinant plasmid pET-G3CP was
transformed into E. coli BL21 (DE3) . SDS-PAGE analysis showed that the recombinant GLRaV-3 CP was expressed as a
40 ku inclusion body protein at high level induced by IPTG at final concentration of 1 mmol/L. Antiserum was prepared

after the rabbit was immunized with the purified recombinant CP. The antiserum titer was determined to be 1/2,and

the antiserum was specific and sensitive for different GLRaV-3 isolates detection.
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Fig.3 Western blot analysis of GLRaV-3 CP antiserum
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Fig. 4 Phylogenetic analysis of GLLRaV-3 CP nucleotide

sequences from 20 different isolates
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