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Chemical modification of thermostable xylanase
from Thermomyces lanuginosus
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Abstract The modification chemicals of NBS, WRK, DTNB , PMSF, Phenylgloxal hydrate ,DEPC were used to react with
a thermostable xylanase from Thermomyces lanuginosus. The thermostable xylanase could be inactivated by NBS (N-
bromosuccinmide) and WRK (N-ethyl-5-phenylisoxazolium-3-sulfonate) . The tryptophan residues and glutamate/ aspar-
tate residues might be involved in the active site of the enzyme. Chemical modification of the xylanase with NBS and
WRK revealed that trytophan and glutamate/ aspartate were essential for the activity. 3.0 mg- mL ™ * birchwood xylan
could completely inhibit the inactivation of xylanase by NBS. The substrate had no effect on the modification by WRK.
The results revealed that tryptophan was in the substrate binding site and glutamate/ aspartate in the catalytic site.
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Table 1 The conditionsof chemicd modification of xylanase
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