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The molecular markers of powdery mildew red stance genes in wheat

Xie Chagjie, Yang Tsuomin, Sun Qixin
(College of Agronomy and Biotechnology , China Agricuturad University , Beijing 100094 , China)

Absract Powdery mildew is one of the most serious wheat dseases. Breeding for redstant cultivars has proved to
be an effective and environmentdly safe method to control this disease. Molecuar markers are important approaches
inthe studies on wheat disease resstance genes. Up to now, 30 mgor wheat powdery mildew resstance genes
(Pm1 Pm30) have been reported, of which 18 dleles from 16 loci were successuly tagged or mapped. Thisis
helpful for the study of gene identification , inheritance and the marker asssted selection. The use of molecular marking
techniques such as RALP, RAPD , AHLP, SSR, etc, in mapping/ tagding of powdery mildew red stance genesin wheat
were reviewed briefly.
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Table 1 The nolecuar markers of powdery mildew red gance genes in whesat
/oM

Pmla RALP Xcdo347 00~ Segregating Ma (1994) ™
Pmla RALP Xwhs178 2.8%2.7 Hatl  (1995) [
Pmic RALP Xwhs178 4.4%3.6 Hatl  (1995) [
Pml RAFD UBC320s0 UBCB38s5 00~ segregating Hu (1997)
Pml RAFD OPF1255 5.4 Hu (1997) !
Pmic ARLP 18M6 , 18M9 00~ segregating Hartl  (1999) *!
Pmic ARLP 18M1 18M2 18M4 18M5 0.9 Hartl  (1999) *!
P2 RALP Xwhs295 2.7+2.6 Hartl  (1995) [
P2 RALP Xwhs350 Hartl  (1995) [
P2 RALP Xbcd1871 3.5 Ma (1994) ™!
P2 RAFD OPI04700 12.2+3.3 (2000) (%!
3 RALP Xwhs179 3.3%1.9 Hartl  (1993) (¥
PM3b RALP Xbcd1434 1.3 Ma (1994)
Pa RALP Xbed1231-2A (2) 00~ egregating Ma (1994) ™
Pmda RALP Xcdo678-2A 00~ segregating Ma (1994) ™!
Pa RALP Xbed1231-2A (1) 1.5 Ma (1994) ™!
Prda RA_P Xbed292- 2A 1.5 Ma (1994) ™!
Pa ARLP 4aM1 4aM2 3.5 Hartl  (1999) (3
P15 RALP Xpg129 35 Chao  (1989) "
PG RALP Xbcd135 1.6 Teo  (2000) [
=00 RALP Xbcd266 4.8 Teo  (2000) [
PG RAFD OPV2x00 3.0+2.2 (2000) (%!
P12 RALP Xps113 Xps10 Jia (199)
P13 RALP Xbcd907 Xccb549 Cenc  (1999) 1!
P13 RAPD OPX12s1 STS 00~ Egregating Cenci  (1999) 1!
P17 RALP Xiag95 1.5 Hsam  (2000) [*®!
Pm17 ARLP XCA/ CT-355 1.5 Hsam  (2000) [*°]
P21 RAFD OPH171900 00~ segregeting Q (1996 ™
P21 SCAR SCAR6s 00~ Segregating Liu  (1999) 1]
P24 ARLP XACA/ CTA-407 00~ segregating Huang  (2000) [*!
P24 ARLP XACA/ CCG 420 00~ egregating Huang  (2000) (¥
P24 SR Xgvm106 19.2+3.8 Huang  (2000) [®!
P24 SR Xgvmas8 10.3+2.5 Huang  (2000) [®!
P24 SR Xgwvm337 2.4%1.2 Huang  (2000) [®!
P25 RAFD OPA Glgso 12.8+3.9% Shi (1998) 12
P25 RAPD OPX61050 17.2+4.48 S (1999)
P25 RAFD OPA g0 21.6+4.88 S (1999) 1
P26 RALP XWgb16 00~ segregating Rong  (2000) !
P26 RALP Xpg566 23.7 Rong  (2000) ¥
P26 RALP Xpg666 15.1 Rong  (2000) !
P27 RALP Xpg154 Xpgr37l 00~ Segregating Jarve  (2000) 14
P27 SR Xpg3131 00~ Segregating Jarve  (2000) 14
P30 SR Xgnvmi159 5.7 Liu  (2001) 8!
P31 SR Xgvm570 15 (2000) !
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